ROBERT M. ALBA, PhD

CONTACT
rob.alba@oregonstate.edu
Google Scholar LinkedIn

EDUCATION

Postdoctoral Research, Cornell University (2002 —2007)
PhD, Botany, University of Georgia (1998)

BA, Biology, University of California at Santa Cruz (1990)

PROFESSIONAL EXPERIENCE
Forest Biotechnology Program Manager, Oregon State University (2024 — present)
e Manager of APHIS regulatory permits
e Budget manager for research grants totaling over $5M
e Research administration
Founder & Primary Consultant, Alba Crop Genomics LLC (2016 — present)
e Data scientist
e Genome assembly and comparative genomics
e Collaboration project manager
Founder & Lead Scientist, Firefly Extracts (2018 —2023)
e Extraction and purification of high-value cannabinoids
e Focused on CBD formulations that target health & wellness
e Managed team of 5 employees
Head of Agricultural Sciences, Bowery Farming Inc (2017 — 2018)
e Plant physiology
e High-throughput phenotyping
e Crop yield optimization
Senior Scientist, Laboratory of Dr. Todd C. Mockler (2014 — 2015)
e Drought stress physiology
e High-throughput phenotyping
Data Science Lead, Monsanto Company (2007 — 2015)
e Phenotype-to-genotype associations
e Functional genomics
e Crop composition
Senior Research Associate, Cornell University (2002 — 2007)
e Fruit quality improvement
e Transcriptome profiling
o Bioinformatics

HONORS & AWARDS

1°t Place, CBD Vape Cartridges (2022 Oregon Growers Cup)

ILSI International Food Biotechnology Committee’s Recognition Award (2012)
Monsanto Reggie Award — Best Performance, Existing International , Products
(2010) BTI Lawrence Bogorad Molecular Plant Biology Award (2004)

Wilbur Duncan Award for Outstanding Graduate Student in Botany (1997)
UGA Excellence in Teaching Award (1993)

UGA Outstanding TA Award (1992)

Peer-Selected Commencement Speaker, Crown College, UC-Santa Cruz (1990)

COMPUTER PROGRAMMING CERTIFICATIONS
The Data Scientist's Toolbox (2016)R Programming (2016), Bioinformatics (2013), Unix Fundamentals (2013)

PATENTS


mailto:rob.alba@oregonstate.edu
https://scholar.google.com/citations?hl=en&user=psiLmHIAAAAJ&view_op=list_works&sortby=pubdate
https://www.linkedin.com/in/robert-m-alba-phd-b579a71b/

MODIFIED PLANTS WITH ENHANCED TRAITS. Pub. No.: US 2020/0362360 Al. Pub. Date: Nov. 19, 2020. Appl. No.
16/765,867. PCT Filed: Nov. 21, 2018. PCT No.: PCT/US2018/062238.

GRANTS

Engineering drought-tolerant pennycress via loss-of-function alleles observed in an aridity extremophile, Joint Genome

Institute Community Science Program, Co-PI (2024)

BluePippen Size-Selection System to Facilitate PacBio Sequencing, $17,000; PI (2015)

The Brachypodium ENCODE Project — From DNA sequence to physiological function: Predicting physiological responses in
grasses to facilitate engineering of biofuel crops, $1,500,000; Co-PI (2014)

NSF Early CAREER Award, $672,000; Pl (2002; | declined this grant due to my shift away from a teaching career)

COMMUNITY SERVICE

Associate Editor, BMC Genomics (2013 — 2014)

Bioinformatics Advisory Board, Fontbonne University (2013 —2016)

Digital Future Users Group, American Society of Plant Biologists (2013 —2016)

Chair, Crop Composition Database Task Force, International Life Sciences Institute (2010)
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